M. grisea MSARGF SKAIjRPMARQLATPAVQRRSFVAAS SMVRATR — KAAVAPTQQQ 
N . crassa MAARNCTKALRPLARQLATPAVQRRTFVAAASAVRASVAVKAVAAPARQQ 
S. cerevisae MLRTQAARLICNSRVITAK--RTFALATRAAAYSRP-AARFVKPMIT 

M . grisea IRGVKTMDFAGHKEQVWERADWPKEKLLEYFKDDTLALIGYGSQGHGQGL 
N. crassa VRGVKTMDFAGHKEEVHERADWPAEKLLDYFKNDTLAL IGYG SQGHGQGL 

S . cerevisae TRGLKQINFGGTVETVYERADWPREKLLDYFKNDTFALIGYGSQGYGQGL 
*** . * * * * ****** ******* ** ********* **** 

M. grisea NLRDNGLimiGVRKDGKSWKDAV^^ 

N . crassa NLRDNGLNVIVGVRKNGKSWEDAIQDGW^ 

S. cerevisae NLRDNG LNVI IGVRKDG AS WKAA I EDGWVPGKNLjFTVEDAI KRG S YVMNL 
************** * ** * a ********** * m # ** **. *** 

M . grisea LSDAAQSETWPALKPQITKGKTLYFSHGFSPVFKDLTKVEVPTDVDVILC 
N . crassa LSDAAQSETWPHIKPQITKGKTLYFSHGFSPVFKDLTKVEVPTDVDVILV 
S . cerevisae LSDAAQSETWPAIKPLLTKGKTLYFSHGFSPVFKDLTHVEPPKDLDVILV 
*********** ** ******************** ^** * ***** 

M. grisea APKGSGRTVRSLFREGRGINSSFAVYQDVTGEAEEKAIALGVAIGSGYLY 
N. crassa APKGSGRTVRSLFREGRGINSSFAVYQDVTGKAKEKAVALGVAVGSGYLY 
S. cerevisae APKGSGRTVRSLFKEGRG INS SYAVM^VTGKAHEKAQALAVAIGSGYVY 
************* m ******** m ** **** * *** ** ******* 

M. grisea KTTFEKEVYSDLYGERGCLMGGIHGMFLAQYEVLRERGHSPSEAFNETVE 
N . crassa ETTFEKEVYSDLYGERGCLMGGIHGMFLAQYEVLRERGHSPSEAFNETVE 
S . cerevisae QTTFEREVNSDL YGERGCLMGG IHGMFLAQ YDVLRENGHS PS EAFNETVE 
****** **********************.**** ************* 

M . grisea EATQSLYPLIGANGMDWMYEACSTTARRGAIDWSPRFKDALKPVFNQLYD 
N . crassa EATQ S L Y PL IGAHGMDWMFDAC STTARRGAI DWTPKFKDALKPVFNNLYD 

S. cerevisae EATQSLYPLIGKYGMDYMYDACSTTARRGALDWYPIFKNALKPVFQDLYE 
*********** *** * b# ********** m ** * ** ******^ ** # 

M. grisea SVKDGSETQRSLDYNSQPDYREKYEAEMEEIRNLEIWRAGKAVRSLRPEN 
N . crassa SVKNGDERKRSLEYNSQPDYRERYEAELDEIRNLEIWRAGK--RSLRPEN 
S . cerevisae STKNGTETKRSLEFNS Q PDYREKLEKELDT I RNME I WKVGKEVRKLRPEN 
* * * * *** ******** * * *** *** ** * ***** 
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